Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; Hatom completeness 91%; R factor = 0.040; wR factor = 0.116; data-to-parameter ratio = 15.1. 
The title compound, [Mn(C 11 H 8 O 5 )(C 12 H 8 N 2 )(H 2 O) 2 ]ÁH 2 O, was obtained under hydrothermal conditions. The coordination environment of the Mn(II) atom is a distorted MnN 2 O 4 octahedron defined by two N atoms from 1,10-phenanthroline, two water O atoms and two carboxylate O atoms from two acrylate anions. The bis-monodentate coordination mode of the anion leads to the formation of chains propagating in [010] . Intermolecular O-HÁ Á ÁO hydrogen bonds link the chains into a two-dimensional network parallel to (100). In the voids of this arrangement, disordered lattice water molecules are present.
Related literature
For the study of metal-organic frameworks, see : Zhang et al. (2008) ; Zheng et al. (2010) ; Wang et al. (2006) ; Yi et al. (2005) . For related structures, including 1,10-phenanthroline as a ligand, see: Chen et al. (2005) ; Ma et al. (2005) ; For the coordination modes of carboxymethoxy acids, see: Novitchi et al. (2005) .
Experimental
Crystal data 
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Table 1 Hydrogen-bond geometry (Å , ). (Yi et al.(2005) ). Related information about carboxymethoxy acid and 1,10-phenanthroline can be obtained by these reports , Ma et al. (2005) , Novitchi et al.(2005) As shown in Figure 1 , the asymmetric unit of the title complex is composed of one Mn(II) atom, one 3-carboxymethoxy phenyclacrylate anion, one 1,10-phenanthroline ligand, two coordinating water molecules and one solvent water (Table 1) , but only three link the chains to each other, making up a twodimensional supramolecular network parellel to (100) (Figure 3 ).
Experimental
A mixture of MnAc 2 . 4H 2 O (0.2451 g, 1 mmol), 3-carboxymethoxy phenylacrylic acid (0.2220 g, 1 mmol) and 1,10-phenanthroline (0.0991 g, 0.5 mmol) was dissolved in 20 ml EtOH/H 2 O (v/v, 1:9). The pH value was then adjusted to 7
by 2 mol/L NaOH solution. The mixture was then sealed in a 25 ml stainless steel reactor and heated to 433 K for 3 days.
Then the reactant mixture was cooled to room temperature at the rate of 5 K per hour. After evaporation of the resulting solution for a few days, yellow crystals of the title compound were obtained.
Refinement
The carbon-bound H-atoms were positioned geometrically and included in the refinement using a riding model [C-H 0.93 Å U iso (H) = 1.2U eq (C)]. Water H atoms were located in different maps and refined with distance restraints of O-H = 0.85 (2) Å and H-H = 1.35 Å, with displacement parameters set at 1.5U eq (O). A solvent water molecule with a large displacement parameter is also present in the voids of the structure. It is disordered and has been refined only with an U iso value and without its H atoms. The O···O contacts between the lattice water molecules are 2.525 Å. (Brandenburg, 1999) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure of title compound. Displacement ellipsoids are drawn at the 50% probability level. The The chain structure of the title compound along the b axis.
Figure 3
View of the supramolecular network connected by hydrogen-bonding interactions. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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